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A. tumefaciens. The systematic position of the Agrobacterium spp. strains isolated by us from 
blueberries requires further clarification based on the analysis of genotype characteristics, 
which we plan to do in the future. 
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Abstract. The local growth conditions were analyzed and the number of agronomically valuable 
groups of microorganisms in the rhizosphere of high-growing blueberries Duke variety was investiga-
ted. Blueberry bushes were planted on a typical substrate and gray sandy soil as well. The most optimal 
conditions for the development of oligotrophic microorganisms (52.27‧106 CFU/g ADS) and micros-
copic fungi (2.07‧106 CFU /g ADS) were formed in the experimental gray sandy soil.  
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High-growing blueberry (Vaccinium corymbosum L.) is one of the most promising berry 
crops due to its high content of antioxidants, anthocyanins and vitamins. However, its 
growing is associated with significant difficulties: the main problem – is the need for acidic 
soil with a pH level 3.5–5.0. Blueberry root system is devoid of root hairs and feeds exclu-
sively on symbiosis with ericoid mycorrhiza, which is formed only in an acidic environment. 
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Therefore, the study of blueberry rhizosphere microbiota on soils atypical for this culture is 
a current scientific and practical task. 

The purpose of the work was to investigate the soil microbiota composition from rhi-
zosphere of blueberries Duke variety. Soil samples from three areas of blueberry rhizosphere 
were taken: control 1 – peat substrate with sulfur application of 180 kg/ha (Dubno, Rivne re-
gion); control 2 – peat substrate without sulfur application (Dubno), experimental sample – 
gray sandy loam soil with the application of sawdust and sulfur 180kg/ha (Lutsk).  

The rhizospheric soil sampling was carried out after start of vegetation period. Soil pH 
level (potentiometric method) and humidity (thermostatic-weight method), as well as 
definition of the number of different microorganisms groups were conducted in laboratory 
conditions. While sowing the soil suspension we used nutrient media: Nutrient Agar – for 
eutrophs (ammonifiers); Hungry Agar – for oligotrophs; Chapeka Medium – for micromy-
cetes; Ashby Medium – for nitrogen fixers; Muromtseva Medium – for phosphomobilizers. 
All of the measurements were three times repeated.  

Despite numerous studies of the plant qualitative parameters (Yavorska et al., 2016), 
the blueberry rhizosphere microbiota data are presented in small quantities, and almost all 
sources are foreign (Kasurinen & Holopainen, 2001; Kelvin et al., 2025). Meanwhile mic-
robiota practically forms the growth conditions and affects the yield of the crop. Therefore 
we investigated the number of some ecological-trophic microorganisms groups with 
agronomic value in the blueberry rhizosphere soil under the different growing conditions. 

In the experimental gray sandy soil sample the most optimal conditions for the deve-
lopment of oligotrophic microorganisms (52.27‧106 CFU /g absolutely dry soil (ADS)) and 
microscopic fungi (2.07‧106 CFU /g ADS) were formed. While other investigated microor-
ganisms’ groups dominate in peat substrates due to typical local conditions for blueberry 
growth. The highest number of microbiota, except oligotrophs were represented in control 2. 
Among the three studied samples, control 1 was distinguished by the smallest number of 
microorganisms of all studied groups, which is probably associated with pH level 5.34. 

The determination of microbiological processes direction in the soils showed the high 
oligotrophic coefficients for all of the studied samples, significantly higher than 0.25–0.30. 
This indicates the nutrient deficiency in the soil or depletion of humus reserves. 

Therefore, the conducted research confirm that successful blueberries cultivation is 
possible in acidic, organic-rich environment, which supports well balanced microbiota 
number with a high proportion of eutrophs and nitrogen fixers microbes. On gray sandy loam 
soils without radical preparation, a suppressed microbiocenosis is formed, which is unable 
to provide the plant nutrition. 
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